GNCAGCATTTCCTCTAAGGGATNCAATNNGGCTTGCCCGAGGCCACACTCATTTCCCCATNCCC 
T C AAAT AC TGTGGTGATT AAAC ATTTC AT AGG AGG ANTTT ATGG ATNC C TTT AAAANC C T AATT 
CTCCCTGCTTGCCAAATCATTTCTTCTCAGCATCCTGCCCAGCAAAAAANCANCTTNTGATCAA 
AATNATC C C C GG AGGC TTNAC GG AGGC C AG AC C TGC C AC AGC AGNAGTC CNGG AG ATTGC TG AC 
CGGGTCAAAGCACAGCTCGANGAGGAAACCAATGAGAAATATGAAATATTCAAAGCCGTTGAGT 
ATAAAACTCAAGTTGTCGCTGGAGTCAATTACTTCATTAAGATGGATGTAGGGGGTGGTTGTTT 
C AC C C AC AT AAAAGTC TTC AAGG ATC TTTC TGG AAAG AAT AATTTGG AAC TT AC TGGTT AC C AG 
ACTAACAAAACCGAGGATGATGAGCTGACCTACTTCTAAGCAGCAAATTCTAAAGTGACCTGAT 
TCCTCTCATTGTAAACTGATTCGNCCATCAATAAAGAATATTCTCCA (SEQ ID N0:1) 



FIGURE 1 



underlined = deleted in targeting construct 

[ ] = sequence flanking Neo insert in targeting construct 



[GNCAGCATTTCCTCTAAGGGATNCAATNNGGCTTGCCCGAGGCCACACTCATTTCCCCA 
TNCCCTCAAATACTGTGGTGATTAAACATTTCATAGGAGGAWTTTATGGATNCCTTTAAA 
ANCCTAATTCTCCCTGCTTGCCAAATCATTTCTTCTCAGCATCCTGCCCAGCAAAAAANC 
ANCTTNTGATCAAAATNATCCCCGGAGGCTTNACGGAGGCCAGACCTGCCACAGCAGN] A 
GTCCNGGAGATTGCTGACCGGGTCAAAGCACAGCTCGANGAGGAAAC CAATGAGAAATAT 
GAAATATTCAAAGCCGTTGAGTATAAAACTCAAGTTGTCGCTGGAG TGAATTACTTCATT 
AAGATGGATGTAGGGGGTGGTTGTTTCACCCACATAAAAGTCTTCAA GGATCTTTCTGGA 
AAGAATAATTTGGAACTT [ACTGGTTACCAGACTAACAAAACCGAGGATGATGAGCTGAC 
CTACTTCTAAGCAGCAAATTCTAAAGTGACCTGATTCCTCTCATTGTAAACTGATTCGNC 
CATCAATAAAGAATATTCTCCA] 



FIGURE 2A 



Gene Sequence Structure 238 bp sequence Deleted 436 bp 



Size of EST: 559 bp 




Targeting Vector* (genomic sequence) 
Construct Number: 2757 



Arm Length: 
5': 1.2 kb 
3': 3 kb 



— Targeting Vector 

w — — — - Endogenous Locus 

* Not drawn to scale 



5* arm 



LacZ-Neo 
Cassette 



3* arm 



y probe 




5 1 >CGAGGCCACACTCATTTCCCC 
ATTCCCTCAGATACTGTGATGATT 
ATACATTTGATAGGAGGAGATTAT 
GGATACCTTTAAAATTCTAAGTCT 
CCCTGCTTGCCAGATCATTTCTTC 
TC AGC ATTC TGC C C AGC AAAGAAG | 
CAACTCGTGATCAGAATGATACCC 
GGAGGCTTGATGGAGGCCAGACCT 
GCCAC AGC AGA< 3 1 
(SEQ ID NO: 2) 



5 1 >ACTGGTTACCAGACTAACAAA I 
ACCGAAGATGATGAACTGACCTAC 
TTCTAAGCAGCAAATTCTAAAGTC 
ACCTGATTCCTCTCATTGTAAACT 
GATGC GGC C ATC AAT AAAGAAATA 
TTCTTCAAATAAAAAAAAAAAAGA 
AAGAAGCATTCTAACACAATACAA 
TCCAAAGATGTACTGATTTGATGT 
TACATACTCAG< 3 1 
(SEQ ID NO: 3) 



FIGURE 2B 



